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Sir: 

DECLARATION UNDER 37 C.F.R. § 1.131 

I, John Ernest Sims, state that I am the named applicant of the above-identified 
application and am the inventor of the subject matter described and claimed therein. Prior to 
May 15, 1998, 1 had completed in this country the invention as described and claimed in the 
above-identified application as evidenced by the following: 

1 . I have reviewed pending claims 59-62 and 65-67 of the above-identified 
Application, a copy of which is attached as Exhibit 1. 

2. Exhibit 2, a copy of which is attached, describes embodiments of the 
nucleic acid molecules claimed in claims 59-62 and 65-67 of Exhibit 1. 

3. In particular, on page 1 of Exhibit 2, nucleotides 73-540 are the sequence 
of human IL-1 delta, which is SEQ ID NO:3 of pending claims 59-62 and 
65-67 of the above-identified application. 
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4. Prior to May 15, 1998, 1 conceived and reduced to practice in this country 
at least one embodiment of each of the nucleic acid molecules claimed in 
claims 59-62 and 65-67 of Exhibit 1, as evidenced by Exhibit 2. 

5. Prior to May 15, 1998, 1 requested that one of the researchers working 
under me have the Immunex sequencing facility sequence several clones 
of human cDNAs, which had been isolated under my direction. At that 
time, I believed that these clones contained full-length human IL-1 delta 
DNA. 

6. On information and belief, the researcher completed a DNA Sequence 
Request Form prior to May 15, 1998, a copy of which is attached as 
Exhibit 3, and submitted it to the sequencing facility at Immunex 
Corporation. 

7. On information and belief, the sequencing facility at Immunex 
Corporation completed sequencing the clones and sent the sequences to a 
computer file prior to May 15, 1998. A copy of a printout of the DNA 
sequences in that file is attached as Exhibit 2. 

8. Prior to May 15, 1998, 1 examined a printout of the DNA sequences 
generated from the clones. 

9. Prior to May 15, 1998, 1 confirmed that the sequences contained a 
complete human IL-1 delta coding region. 

10. On information and belief, a printout of the DNA sequences generated 
from the clones was viewed by another researcher at Immunex 
Corporation prior to May 15, 1998. 
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1 1 . Prior to May 1 5, 1998, 1 discussed with another researcher at Immunex 
Corporation that the printout of the DNA sequences generated from the 
clones contained the sequence of a complete human IL-1 delta coding 
region. 

12. The sequence on page 1 of Exhibit 2 comprises the nucleic acid sequence 
of SEQ ID NO:3 of the above-identified application. 

13. The sequence on page 1 of Exhibit 2 comprises at least 30 contiguous 
nucleotides of the nucleic acid sequence of SEQ ID NO:3 of the above- 
identified application. 

14. The sequence on page 1 of Exhibit 2 comprises at least 60 contiguous 
nucleotides of the nucleic acid sequence of SEQ ID NO:3 of the above- 
identified application. 

15. On information and belief, the sequence on page 1 of Exhibit 2 hybridizes 
to either strand of a denatured, double-stranded DNA comprising the 
nucleic acid sequence of SEQ ID NO:3 of the above-identified 
application, wherein the hybridization conditions include 50% formamide 
and 6XSSC, at 42°C with washing conditions of 68°C, 0.2XSSC, 0.1% 
SDS. 

16. The sequence on page 1 of Exhibit 2 is at least 95% identical to the 
nucleic acid sequence of SEQ ID NO:3 of the above-identified 
application. 
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17. The sequence on page 1 of Exhibit 2 is at least 98% identical to the 
nucleic acid sequence of SEQ ID NO:3 of the above-identified 
application. 

18. The sequence on page 1 of Exhibit 2 is at least 99% identical to the 
nucleic acid sequence of SEQ ID NO:3 of the above-identified 
application. 

I declare further that all statements made herein of my own knowledge are true and that 
all statements made on information and belief are believed to be true; and further, that the 
statements were made with the knowledge that willful false statements and the like so made are 
punishable by fine or imprisonment, or both, under Section 1001 of Title 18 of the United States 
Code, and that such willful false statements may jeopardize the validity of the application or any 
patents issuing thereon. 



Respectfully submitted, 





John Ernest Sims 



Attachments: 



Exhibit 1 : Pending claims 59-62 and 65-67 of the above identified Application. 



Exhibit 2: Printout of DNA sequences with names and dates redacted. 



Exhibit 3: DNA Sequence Request Form with names and dates redacted. 



EXHIBIT 1 

Pending claims 59-62 and 65-67 of U.S. Application No. 09/612,921: 

59. An isolated nucleic acid molecule comprising the nucleic acid sequence of SEQ ID 

NO:3. 

60. An isolated nucleic acid molecule comprising at least 30 contiguous nucleotides of 
the nucleic acid sequence of SEQ ID NO: 3. 

61. The nucleic acid molecule of claim 60, wherein said nucleic acid molecule comprises 
at least 60 contiguous nucleotides of the nucleic acid sequence of SEQ ED NO:3. 

62. An isolated nucleic acid molecule that hybridizes to either strand of a denatured, 
double-stranded DNA comprising the nucleic acid sequence of SEQ ID NO:3, wherein the 
hybridization conditions include 50% formamide and 6XSSC, at 42°C with washing conditions 
of 68°C, 0.2XSSC, 0.1% SDS. 

65. The nucleic acid molecule of claim 62, wherein said nucleic acid molecule is at least 
95% identical to the nucleic acid sequence of SEQ ID NO:3. 

66. The nucleic acid molecule of claim 65, wherein said nucleic acid molecule is at least 
98% identical to the nucleic acid sequence of SEQ ID NO:3. 

67. The nucleic acid molecule of claim 66, wherein said nucleic acid molecule is at least 
99% identical to the nucleic acid sequence of SEQ ID NO:3 
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